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BIOGRAFÍA PROFESIONAL: 

Rodrigo Mendes is a visiting scientist at Berkeley Lab and research at Embrapa Environment and 

professor in the Agricultural Microbiology Graduate School at the University of São Paulo. Former 

Head of Research and Development Department at Embrapa Environment (2015 to 2022). Graduated 

in Agronomic Engineering with Ph.D. in Genetics and Plant Breeding from the University of São Paulo, 

Brazil. He worked as a researcher at CanaVialis/Monsanto and at Wageningen University (NWO 

Postdoctoral Fellow). He was a visiting researcher at the University of Lausanne, Switzerland, at 

Lawrence Berkeley National Lab, United States, at Rothamsted Research, United Kingdom, and at the 

Isaac Newton Institute at Cambridge University, United Kingdom. Member of the scientific advisory 

board of the Promise Program (NIOO-KNAW), Bill & Melinda Gates Foundation, and executive 

secretary of the International Research Program "Back to the Roots". His research focus on soil and 

plant microbial communities to understand how the rhizosphere microbiome promotes plant growth 

and protection. 

STUDIES 

BSc in Agronomy of the University of Sao Paulo (BR)   

PhD en Genetics and Plant Breeding of the University of Sao Paulo (BR) and Wageningen University 

(NL) 

RESEARCH INTERESTS 

Our research involves using molecular techniques and next-generation sequencing to 

investigate the ecological aspects of microbes interactions, with a particular focus on 

understanding how rhizosphere microbiomes contribute to the support and sustenance of 

plant life and development. 
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